FIG. 1A 



1 AAGCTTTCTTGGCCCCTAACAGCAACCACATTATACTCTTACTGGCTATTCCTTGGCCTT 6 0 

6 1 CAATACCCAGCCCAGGGGACCCCTCTTCCAGGGAGCCCCGCTTGTACTCCTGAGATGTCA 120 

121 TGTCCTTCTTGCAGAGCTCTTCCTCACGGCATCGGGACGGCGGTTCACCCTTTTGCCTCT 180 

181 CCGGATAAACTGTAAGCTACTTGAGAGCAGAGAACATCCATTGTTCGCTGTGGCATCCGT 240 

241 GGTACCTAGCACGGCATCTGACATATTATCAGATCTTCCACAAAGGCCAGTTTACGGTTG 300 

301 AATGCCCGTTGAATTCAGGCTCCCAGTGGGAGAGCGAGGAAGTAATAAAGCCGGTGATAA 360 

361 ATGCCGCCGTGGAGACACCAGCGGGCTGCCGTGAGACTAATGGAGAGGACAGTAACGTTA 420 

421 TCTCTAATGCGAGGGTGGTTATAGAGTACATTTCATAACACCTTTAAAGCTCTTTCACAC 480 

481 GCATTATCCAATTTGATCCTCATAAAAGCCTGGAGATGTGTATATTGTGGTGGATGGAGG 540 

541 GGGAGTCTTTAGCAGTTATGGGATATGCCTGAAGTCGTGCAGCTAGTAAATGGCTGGATT 600 

601 CAAACCAGACCTCAAAAGCCTGCCTGTTTGCTCATGCCCCCTGCCCCGACTGCCCACTCT 660 

661 GTGGCCCACAGCACAACTCACCGTCGCTTTCTTGATCCGTTTTCTTGATCCGGCTGTGCT 720 

721 CTCCCCAAGGAATGCTTTTCATTAACATATGTCTAGGTAATGAATTATCTTGACTCTGAG 780 

781 GAGGCCATAGCACATGCCGTAACGCGACAGCTCCTTTGATCTGCATCTGAGGCTGTGGCT 840 

841 GGTAACGGGCGTGGGGAGGGGGCGTTCGCTGAGACCCCAGGGACACGCCATGTGTGGTTC 900 

901 CCTCTGTTTCCAGGCCCCAGAAGCACATCCCGGAAAGGAAAATGCGCTGTGGACCCCTGT 960 

M R C G P L C 

961 GCCGATTCCTGCTGGCTTTGGCCTATCTGTCCTACGTTGAAGCCGTGCCCATCTGGAGAG 1020 
RFLLALAYLSYVEAVPIWRV 

.1021 TCCAGGATGACACCAAAACCCTCATCAAGACGATTGTCACCAGGATCAGTGACATTTCAC 1080 
QDDTKTLIKTIVTRISDISH 

1 08 1 ACATGGTAGGGAAGGCCTGGGAGACAAGGTCGAACCTGTGGCCAGCCCSGGGGGAGGAGG 1140 
M 

1141 GGTACCGGACCTCAGAGGTTGGCGGAGGTGGGAAGGGTCGGCGGTGGCCTTGACGCCTCC 1200 

1201 CCCACCCCCCCCAACCAGCTGCCTTTGCTCCTCCGCTTCCCTCACCGCACCCCCCCACGT 1260 

1261 CCTTATCCTCCTTCTTCCCAGACTGGAATCCTGATGCCCAGGACTAGAGGAAGCCCTAAA 1320 

1321 GGTCCTGTGTGCCTTTGCCAGGTGCGCAGACCCCCCAGCATCATCCCCTCTGGCCTCCAT 1380 

13 81 CACGTCTCCGGAATGTTCTAATCTGTAGGAATTCTTCCTGGTGACAGCTGAACTCTGACC 144 0 

1441 CTGCGGACGCCCCTTACTGCTAGTCCTGCCCATTGAGCCTTTTTTCCTATACAACCCTCT 1500 

1501 ACATGTTTGCAAACTTCTCTCAATGTCCCCAGGGTGTTTTCTCTGGGGTCCGCAGGCCGA 1560 

1561 GACCTTCAGCCTCTTCTCAGCTGAGGTCCGTCTTTAGAATTCAGAAGACGAGGTGTGACT 1620 

* * » * . 

1621 CCTCACCCTGCTGTTCCCTCTCTGTAAAATCTCAAGCACGTTAAGTCCCTCCGTGTCTGA 1680 

1681 AACCTTAGTTTCCCTCATCCAGATAATGGGACTGTTACTGGGAAGATGTTACCGGAATCC 174 0 

1741 AGGGTCTTGCCTCATGGAGCTCAAGAATGAACTTGGCGAACGCACAGGGAGCCGAGCAAG 1800 



FIG. IB 

s 

1801 CAGAAGTCTTTATTACAGGAAGGCAGACAGCTCCCAGCACAGACACGGGGAGGGAAGAGT 1860 

1861 CCCCCCGCCCATTGTTCTACGGAGGTTTTTATCACTTAAAGACGGGAGTACCAATGTGGG 1920 

1921 GTCCAGATATCCGTTCTTCTTCCCATTGCCCAGTTTACCTATATGGCGCCTTGTCCAGGA 1980 

1981 GGGACTCTGTAGAGTTAGGGGTGCTCCGTAAGTTTTATGGTGCGTCTGCTCTTCTCTGCC 204 0 

2041 CTAGACTTAGAGTCGCCACTCTTTCCATTCTTCTGCTCACAGTCAAATGCATAGGTCAGG 2100 

2101 GGTTAATTCCCACCTTCACAGAAATCAAATGTCCTTTCAATAGTTAATCTTCCAATAAGC 2160 

2161 AAGGCCTGCTTGTCTTGATTAGTTTTTACAAATCTTAAACCATGGCCATTAATCAGGGAA 2220 

2221 GAGATCGAAGCCCATGTTCCCACACTAACTGCCTGAATTATTAGTCTGCCTCAGGACTAT 2280 

2281 CTTAATAGTCTTCGCAAGGTTGTTTTGAGATTAAATTAGATAGGAGTTCCTGTCGAGGCG 2340 

2341 CGACGGAAACAGATCCGACTCAGAACCATGAGACAGGTTCGATCCCTGGCTTTGTCAGTG 2400 

2401 GGTTAGGATCTGGTGCTGCTGTGAGCTGTGGTGTAGGTCGCAGAGGTGGCTCGGATCCCG 2460 

2461 CGTTGCTGTGGCTGTGGTGTAGGCCGGTGCAGACAGCTCCGATTAGACCCCTAGCCTGGG 2520 

2521 AACCTCCATGTGCCGCGGGTACCGCTAAAAAAAGACAAAAGATGGAAAAAAAAAAGGTTA 2580 

2581 CATTAGATAAAGCAAGTGACTCCTCCACCACCACACATATCCCTGCAGAACCAGGACAGA 2640 

2641 GCATGCCTTCTTGAAAAGTTTTCGGTTGTGGCTTTGATAGCACCCAGCCXTAAAAGCCAG 2700 

2701 CTTTTCAATCTGCCCAGAGCAGTCTGGAGACTTCCGCATCTCCTGGCCACTCTGAGTTTC 2760 

2761 TAACAGTGGCCTTGGCGAGCCTGGGAGCAGTCCGGTGGCCAGAAGCAGGGACAGCTGAGA 2820 

2821 ACCAGATAGAGTCTTGGCACTTTCAAGAGAAAACCCTAAGTCTCCTTCTTCCAGCCATGC 2880 

2881 AACAGCTGCGCATGACAGATCCAGCGTGTCCCAGCCTGTGTGGTGCAGGGAGTGAYGCTG 2940 

2941 CGNNYAGGGYGYGGGGGAGCTGAGGAGCGAGGCGGGGCATCGNGGGGCTGCAGCCTCCAT 3000 

3001 CCCTAAGTGGGGAGACTTCATGAAGAGCCTGACCAGNAGGGAGGGGCATGTGTGGAGGAC 3060 

3061 CTCAGGGCCTGGGGAAGGCTAGACCCAACTATGTGAGAAACAGACAGTCGTGGCTGGTTC 3120 

3121 TACAGAAGAGGCATCTGG AGGCCATTCGAATGCCCAAAGCTGTCTGGGTGAGGCAGGGCT 3180 

3181 TGCTAGGCAGAAGACAGAAGGCCGTGAGACCAGCTTGGAGGCTTGGCAGCCACGCCAGCC 3240 

3241 CAAGGAGTTCGGGCCTAGATAGGATTGTGTGGAAGGGGAAGAGGCAGCCGGAGGTGGGGG 3300 

3301 GTGGGGGTGGACCCGTCTCCACGCCTGCAGGAAGGCCAGGGGCTGCAGAGCCAACATCTC 3360 

3361 TCTCGCTGAGCGTCTCGCTCTCCCCTTCCTCCTGCACAGCAGTCTGTCTCCTCCAAACAG 3420 

Q S V S S K Q 

3421 AGGGTCACCGGTTTGGACTTCATCCCTGGGCTCCATCCTGTCCTGAGTTTGTCCAAGATG 3480 
RVTGIiDFIPGLHPVIiSIiSKM 

3481 GACCAGACCCTGGCGATCTACCAACAGATCCTCACCAGTCTGCCTTCCAGAAATGTGATC 3540 
DQTLAIYQQII»TSIiPSRNVI 

3541 CAAATATCGAATGACCTGGAGAACCTCCGGGACCTTCTCCACCTGCTGGCCTCCTCCAAG 3600 
QISNPLENLRDXiliHItLASSK 

36 01 AGCTGCCCCTTGCCCAGCAGGGcCCTGGAGACCTTGGAGAGCCTGGGCGGCGTCCTGGAA 3660 
SCPLPSRALETLESLGGVLE 
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3661 GCCTCCCTCTACTCCACGGAGGTGGTGGCCCTGAGCAGGCTGCAGGGGGCTCTGCAGGAC 3720 
ASLYSTEVVALSRkQGALQD 

3 72 1 ATGCTGCGGCAGCTGGACCTCAGCCCTGGCTGCTGAAGCCTTGAAGGCCTCTCTCCCCAC 3780 

MIiRQIjDLSPGC* 

3781 AGTCGGGGGAAGAAACCTGAGCTTCCAGGAGTCTGCTGGAGAAGAGAGCCTGTGCGGACC 3840 

3841 TCCTCTCTGCAGGTCTGCGGACCATTTCTCTCTCGCTCCGCTAAGCTGCTCTTCCAAAGG 3900 

3901 CAG AAAACTCCAAGG C ACG ACAC CAAAG ACAGAAAGGCCTGGTTC CG CG CCCACCGG AAA 3960 

3961 GGGGGCGCCGTCCAGCCAACGGTGGACTAGATTTCGGATTTTCCACCAACGTCTTCCTTC 4020 

4 02 1 CTGTTCCATCTCCAGCTCACCGCGTGCTTCAGCGTGACCGGGGGGATTTCAGAGCCTTTC 4080 

4081 GACCATCAAGCAGGGTTCCATCTGAGAATTCCGGGGAGCACGGTGAAGGCTACAGGCACA 4140 

4141 CACAGCTGGATGCTCCCACGCAACACAAGTTGGAAGCATTTCTTTATTTATTATGCGGTG 4200 

4201 TATTCTGGTTGGATTTGAAGCAAAACACCAGCCTTTCCAGGCTCTCTGGGGTCAGCCGGG 4260 

4261 GCTAGGGGGAGGCTCCCGAGGTGCTGTTTCCAGTACCATCCATGGGCCTGCTGAGGCCAA 4320 

4321 CCCATTTTGAGTGACTTGAGGGCTCTCAAGGTCGTTCTCTAGAGACTGGCTTTGTTTCTA 4380 

4381 CTGTGACTGACTTTAAAACTGCAGCGTGTGCACTGGCATCGCCTGCGCGGATCTCG AAGG 4440 

4441 GCCAGGTTCTCTTAGAAAGAAGAAGATGAACTTTGTCAGGGGTGTGTACGCGGAGACAGG 4500 

4501 AAGTGTGTTGGTGGGCGGGGCATGGATCCAGAATGTGTATTTCTTGTGTGATGGACATTT 4560 

4561 GTGTGAGGGGCTCTCTGGACAGGGTGAGGTCATTGTCTCATCTTCGTGGTTTTCATGAGA 4620 

4621 GAAGGAGATGATTCCTTCACGGGGGTCGTGGGGTTTTGCCAGCCGCCCGTGCAGGAGTGG 4680 

4681 GGAAGGGGCTGAAGCCGAAGACCGTTGGGGGCCGTGGTGAGCTCTGCCTTCTCCAGCTGC 4740 

4 74 1 TAGAGGCTGGTCTTTCTCATCAGGGAGTGAGGGTCTCGCGTTGGAGACAGTGATCCCCAG 4800 

, * * - 

4801 GGCGGGATCCTTGCCGTGGCCCTCTGAATGGTCTGGGTGATCCCACACTGATGTCATAAC 4860 

4861 AGGGAAGTGCCCTGGTTTGGGATTTGTATGCTCACCCAAAGCAAGGGCCTGCTTCCCATC 4920 

♦ , ♦ * 

4 921 CATTTrGGGAAGGATTTTTTCTCCAGGGGGAGGGTGAAAGCTCTGGGAGGTCTGTGGGCT 4980 

* * 

4981 TACGAGATGGTCCAAGTCCTGGGTCAGTGAGTCCCGGGACTCGTGACCGCCTCGAGGAGC * 5040 

5041 CCCCTTCTCCCTACAGGTCATGTTCAATAGGTCAAACAAGGAGGCATGGGTTTCCACCAT 5100 

5101 CCTGCCGCTGTGATGCAGCCATCGCACTACAGGAGGTAGATCTGTCCAAGGAAATTTGAA 5160 

5161 TCTCAAGCAATCACTTTCAAGACTGAGCATCTATTGTGCTCAGCCCCAACTGGTGCTATG 5220 

5221 GGCTCAGAGAAGCTCATCAAATAAATATTAAAATCCAGTCCTGCCTTCAGGACCTTGCAT 5280 

5281 TCCAGATGATAACACCTCCCCCACACCCCGTCTGC^GAGGCTGTCATTTCACCATGGCAA 5340 

5341 CCGAGCAGCTGAAACACAGTGCGGTCCTCAGCAGGTGGAAAGGCTGAGCTGAGGAGGGCA 5400 

5401 GTGCCCGGGCCCACAGGCTAACCCTGCTTGCACTTGGTAGCATTTTTACTGTTCGGGGCG 5460 

5461 CATCT^GCATCTATTACTGAGAAGCCGCATCCCTTTGAAGCAGGATAGCTGAGACTATAAA 5520 

5521 AATAAGAAAATACCAGAGTTCCCTTGTGGCACAGAGGGCTAAGGATCCAGTGTTGTTGCT 5580 

5581 GCAGCAGCTTGGGTCACGGCTGTGGCAAGGGTTCGATCCCTGGCCTGGGAACTTTCACAT 5640 
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5641 GTTGCAGGCAAGGCCAAAAAAAAATAAATAAATAAAAATAAACAAAAAAAAACAAGACCA 5700 

5701 TAACAGCAGACTGGTGGCAAACCAGGACTAGAACCTGGGTCCTCTGACCCCTAGAGTCAG 5760 

5761 TGTCCCCTGAGCCAGCTAGTGTTCTCTGGGGACGGG AACAGGGTTGGGCAGGGAGTTCAG 5820 - 

5821 GAAGTGTTTGCTGGAS GAGCGGAGTTTCCAGGCTGATTTTGCAGGAGGTGAGGGAAGTGG 5880 

5881 ATTGCCTGGAGGGAGGAGGCTGTTTTGTTTGAAGCTT 5917 
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Size 501 , Select 1 

1 ATGCGCTGTGGACCCCTGTGCCGATTCCTGCTGGCTTTGGCCTATCTGTCCTACGTTGAA 6 0 

1 MRCGPLCRFkLiALAYLSYVE 20 

6 1 GCCGTGCCCATCTGGAGAGTCCAGGATGACACCAAAACCCT CATCAAGACGATTGTCACC 120 

21 AVPIWRVQDDTKTIilKTIVT 40 

121 AGGATCAGTGACATTTCACACATGCAGTCTGTCTCCTCCAAACAGAGGGTCACCGGTTTG 180 

41 RISDISHMQSVSSKQRVTGL 60 

181 GACTTCATCCCTGGGCTCCATCCTGTCCTGAGTTTGTCCAAGATGGACCAGACCCTGGCG 240 

61 DFI P G I* H P V L S IrSKMDQTLA 80 

241 ATCTACCAACAGATCCTCACCAGTCTGCCTTCCAGAAATGTGATCCAAATATCGAATGAC 300 

81 IYQQII.TSLPSRNVIQISND 100 

301 CTGGAGAACCTCCGGGACCTTCTCCACCTGCTGGCCTCCTCCAAGAGCTGCCCCTTGCCC 360 

101 LENLRDLLHLLASSKSCPLP 120 

361 AGCAGGGCCCTGGAGACCTTGGAGAGCCTGGGCGGCGTCCTGGAAGCCTCCCTCTACTCC 420 

121 SRALETLES tiGGVLEASLYS 140 

421 ACGGAGGTGGTGGCCCTGAGCAGGCTGCAGGGGGCTCTGCAGGACATGCTGCGGCAGCTG 480 

141 TBVVALSRLQGALQDMLRQL 160 

481 GACCTCAGCCCTGGCTGCTGA 501 

161 0 L S P G C * 167 
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1 GTGCCCATCTGGAGAGTCCAGGATGACACCAAAACCCTCATCAAGACGATTGTCACCAGG 6 0 

i vpiwrvqddt;:tliktivtr~ 20 

6 1 ATCAGTGACATTTCACACATGCAGTCTGTCTCCTCCAAACAGAGGGTCACCGGTTTGGAC 120 

21 ISDISHMQSVSSKQRVTGLD 40* 

121 TTCATCCCTGGGCTCCATCCTGTCCTGAGTTTGTCCAAGATGGACCAGACCCTGGCGATC 180 

41 FIPGLHPVLSLSKMDQTLAI 60 

18 1 TACCAACAGATCCTCACCAGTCTGCCTTCCAGAAATGTGATCCAAATATCGAATGACCTG 240 

61 YQQILTSLPSRNVIQISNDL 80 

241 GAGAACCTCCGGGACCTTCTCCACCTGCTGGCCTCCTCCAAGAGCTGCCCCTTGCCCAGC 300 

81 ENLRDLLHLL.ASSKSCPLPS 100 

3 01 AGGGCCCTGGAGACCTTGGAGAGCCTGGGCGGCGTCCTGGAAGCCTCCCTCTACTCCACG 360 

101 RALETLESLGGVLEASLYST 120 

361 GAGGTGGTGGCCCTGAGCAGGCTGCAGGGGGCTCTGCAGGACATGCTGCGGCACGTGGAC 420 

121 EVVALSRLQGALQDMLRHVD 140 



421 CTCAGCCCTGGCTGC 
141 L S P G C 
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145 
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FIG. 10 



Western blot of recombinant human and porcine leptin with the polyclonal antibody t( 
synthetic peptide based on the C-terminal sequence of porcine leptin. 

M 1 2 3 4 5 6 7 8 
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A polyclonal antibody to recombinant porcine leptin immunoprecipaitates leptin 
from pig serum, cerebral spinal fluid (CSF), and adipose extracts. 
Serum CSF Adipose 

IP I P I P 




